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Abstract 

Escherichia coli gene mutations (plasmids, integrons, and transposons) have instigated multidrug resistance 

(MDR) against various antimicrobials. This study detected antibiotic-resistance genes (genotypic and 

phenotypic) in E. coli and performed Whole-genome sequencing to discover MDR-associated E. coli genes in 

chicken meat. E. coli isolates were serologically identified, and their antimicrobial sensitivity was tested. E. coli

presence was confirmed in 40% of the chicken samples. Cephalosporins, tetracyclines, and sulfonamides 

presented higher efficiency against E. coli. The serological investigation revealed the presence of STEC (O157:H7, 

30%), ETEC (O142, 30%), EHEC (O26:H11, 10%), and EPEC (10%) in chicken meat samples. A symmetrical band 

represented the Subunit B of the Shiga-like toxin (SLT) gene whereas the Heat-labile toxin (LT) gene was found 

in plasmid and genomic DNA-detected strains. The results revealed the hazardous nature of STEC for chicken 

meat consumers. The study recommends improving the hygienic conditions during the chicken handling and 

processing steps, which will minimize antibiotic usage and resistance.  

* Corresponding Author: Nagwa T. Elsharawy  dr.nagwa2004@yahoo.com 
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Introduction 

Escherichia coli is a gram-negative nonpathogenic 

commensal microorganism of human and animal 

intestines. They are mainly classified as 

Enterohaemorrhagic, Enteropathogenic, 

Enterotoxigenic, and Enteroinvasive. However, 

infectious Shiga toxin-producing E. coli (STEC) can 

cause various gastrointestinal disorders such as 

hemolytic-uraemic syndrome (HUS), hemorrhagic 

colitis (HC), and diarrhea through the consumption 

of contaminated food and water (Adeyanju and 

Ishola, 2014).  

 

Poultry meat, contaminated food products, and water 

are the primary source of pathogenic STEC infection 

in humans. The chicken feces could contaminate the 

meats (mutton, chicken, and beef) with STEC during 

slaughtering, handling, processing, and storage (EL-

Kholy et al., 2020).  

 

Antibiotic treatments are the main remedy to counter 

E. coli infections, which have led to the emergence 

ofmultidrug-resistant (MDR) E. coli strains. The 

antibacterial resistance of microorganisms is mainly 

attributed to gene mutation, and resistance genes 

found in integrons, transposons, and plasmids.  

 

The activation cassette-containing integrons are 

associted with gene expressions. Two conversational 

segments (CS) are found in Integron Class I adjacent 

to the variable region (VR), which are common in the 

new generation of Enterobacteriaceae (CDC, 2019). 

The overuse of antimicrobials leads to the emergence 

of a new generation of mutated microbial strains with 

higher antibacterial resistance. This scenario is 

considered a serious global public health concern. 

Therefore, novel drugs are being investigated to treat 

MDR strains in poultry, animals, and humans 

(Cunrath et al., 2014).  

 

This study was aimed to explore the antimicrobial 

resistance (genotypic and phenotypic) and Whole-

genome sequencing based identification of MDR-

related gene structure of E. coli in commercial 

poultry meat.  

Material and methods 

Sampling, preparation, and bacterial testing  

Chicken samples (100) were randomly collected from 

various markets. The samples were placed in 

polyethylene bags and immediately transferred to a 

refrigerator in the bacteriological laboratory for 

analysis. MacConkey broth was used to culture a 

homogenized chicken meat sample (2g) followed by 

incubation (37°C, 18 hours). Then, it was streaked 

into a MacConkey agar medium (Oxoid) plate and 

incubated at 37°C for 24 hours. The pink colonies 

were drawn on eosin methylene blue (Oxoid) and 

incubated at 37°C for 24 hours). The large E. coli 

colonies presented a blue-black-green metallic luster. 

E. coli colonies were identified through morphological 

and microscopic analyses and biochemical test kits 

(bioMerieux API, France) (CDC, 2020). Furthermore, 

serotyping was performed using a WHO-

recommended antiserum set (Denka Seiken Co., 

Japan) (Ewing, 1986).  

 

Antibacterial susceptibility  

Disc diffusion method was adopted to assess 

antibacterial susceptibility using Mueller-Hinton agar 

and 12 antibiotic discs (Tetracycline, Gentamycin, 

Ciprofloxacin, Streptomycin, Trimethophrim, 

Cefepim, Doxycycline, Cefotaxim, Flumequine,  

Sulfamethoxazole, Penicillin, and Ampicillin). The 

concentrations of Penicillin and Ampicillin were 10 

µg/disc whereas the concentrations of other discs 

were 30 µg/disc (Alderman and Smith, 2001).  

 

Serological identification of E. coli using slide 

agglutination test  

Monovalent and polyvalent standard anti-selenium 

revealed the tested microorganism as enteric 

pathogenic E. coli (EPEC) (Li et al., 2013). The 

microbial colonies were emulsified by adding two 

saline drops to the glass slide. To test the monovalent 

serum, nutrient gradient agar was used to cultivate 

another colony (37°C and 24 hours) with the addition 

and aggregation of looped antiserum. 

Microorganisms’ suspension was prepared in 

physiological saline and antigen was identified 

through a slide agglutination test.  
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DNA extraction 

GeneJet Genomic DNA Purification Kit 

(ThermoFisher Scientific, USA) was used for DNA 

extraction. Briefly, microbial colonies were 

centrifuged (5000 µg for 10 minutes), and the cell 

pellet was resuspended in 180 µl solution for 

digestion. Then, K Proteinase was added (20 µl), 

mixed, and bathed in water followed by incubation 

for 30 minutes at 56°C with continuous shaking for 

complete dissolution. RNase solution (20 µl) was 

added to the mixture, incubated (10 minutes at 

37°C), and vortexed followed by the addition of 

ethanol (50%, 400 µl) and vortexing. The lysed cells 

were transferred, purified, and centrifuged at 6000 

µg for 1 minute. Washing buffer (I & II) (500 µL) 

was added to the column and centrifuged for 2 

minutes at the maximum speed for the complete 

removal of ethanol. The purified DNA was stored at 

-20°C. Plasmid preparation was carried out using a 

DNA plasmid GeneJet miniprep kit (Thermofisher 

Scientific, USA). Microbial colonies were placed in a 

micro-centrifuge tube (1.5 ml) and centrifuged 

(12,000 xg /2 min). The ice-cold buffer solution 

(250 μl) was used for pellet resuspension. The tube 

was inverted 56 times for proper mixing and 

incubated for 5 minutes at 37oC. The supernatant 

was transferred and centrifuged for 30 seconds at 

10,000 xg. Buffer (500 μl) was used for rinsing 

followed by centrifugation at 10,000 xg for 30 

seconds. Preheated ddH2O (50 μl) was used to elute 

the DNA, which was incubated at 37oC for 3 

minutes. Then, centrifugation was carried out at 

maximum speed (14,000xg) for 30 seconds.  

 

Gene amplification  

The PCR reaction mixture (25 μl) consisted of 

purified genetic material (1 μl, genomic DNA / 

plasmid prep), MgCl2 (2.5 μl), buffer (5 μl), primer 

(1 μl, Table 1), Taq polymerase (0.25 μl), dNTP (0.5 

μl), and nuclease-free water. Agarose gel (1%) 

containing ethidium bromide (0.5 µg / ml) was used 

for the gel electrophoresis (80V for 50 minutes) of 

PCR products. DNA ladder of 100 bp was used to 

compare the target DNA size and imaged under a 

Gel documentation system (Biometra, Göttingen, 

Germany).  

 

Table 1. Primer sequences for target gene amplification 

Target Gene Primer ID Primer sequence 

Shiga-like toxin (SLT) 
SLT F: 5'-AAGAAGATGTTTATGGCGGTTT-3' 
SLT R: 3'-GTCATTATTAAACTGCACTTCAGCA-5' 

Heat-labile toxin (LT) 
LT F: 5'-ATTGACATCATGTTGCATATAGGTTAG-3' 
LT R: 3'-ACATTTTACTTTATTCATAATTCATCCCG-5' 

Ciprofloxacin resistance gene 
aac (6′)-F: 5'-TTTATTATTTTTAAGCGTGCATAATAAGCC-3' 
aac (6′)-R: 3'-TTAAGACCCTTAATTGTTGGGATTT-5' 

Gentamycin resistance gene 
aac C2-F: 5'-CATACGCGGAAGGCAATAAC-3' 

aac C2-R: 3'-ACCTGAAGGCTCGCAAGA-5' 
 

Extraction of DNA fragments  

DNA Extraction Kit (Thermofisher Scientific, USA) 

was used to extract the target DNA fragments from 

agarose gel under UV light and stored in a 1.5 ml tube. 

The tube containing extracted DNA fragment was 

centrifuged for 2 minutes at 13000 xg. Buffer (700 μl) 

was used to wash the column followed by 

centrifugation for 1 minute at 37°C. The buffer (50 µl) 

was again added to elute with a spin column filter, 

held for 1 minute at 37°C, and centrifuged for 2 

minutes at 13,000 x g. 

 

Statistical analysis 

SPSS software was used to perform ANOVA to 

compare the means.  

Results 

E. coli prevalence 

The results revealed E. coli prevalence in 40% of 

chicken meat samples (Fig. 1).  

 

 

Fig. 1. Incidence of E. coli isolates in chicken meat 

samples 
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Table 2. Antibacterial susceptibility of E. coli  isolated from chicken meat samples  

Antimicrobial family Antibacterial agents Sensitive Intermediate Resistant 

No. Percentage No. Percentage No. Percentage 

Sulfonamides 
Trimethoprim 20 100 0 00 0 00 
Sulfamethoxazole 16 80 2 10 2 10 

Cephalosporins 
Cefepime 14 70 4 20 2 10 
Cefotaxime 13 65 4 20 3 15 

Tetracycline 
Tetracycline 10 50 0 00 10 50 
Doxycycline 8 40 2 10 10 50 

Quinolones 
Ciprofloxacin 4 20 4 20 12 60 
Flumequine 4 20 6 30 10 50 

Aminoglycosides 
Gentamicin 3 15 5 25 12 60 

Streptomycin 2 10 5 25 13 65 

β-lactam 
Penicillin 2 10 6 30 12 60 

Ampicillin 0 00 7 35 13 65 

 

Antibacterial resistance pattern of E. coli  

Antibacterial susceptibility of chicken meat-isolated 

E. coli strains (n = 20) against 12 antibiotics 

belonging to six different classes is presented in Table 

2. Sulfonamides were the most effective antibiotics 

against isolated E. coli strains [trimethoprim (20/20) 

100% and sulfamethoxazole (16/20) 80%]. The 

efficacy of cephalosporins such as Cefepime and 

Cefotaxime was noted as 70% (14/20) and 65% 

(13/20) against E. coli strains, respectively. 

Tetracyclines including Tetracycline and  Doxycycline 

were effective against 50% (10/20) and 40% (8/20) 

E. coli strains, respectively. The other three antibiotic 

classes including Quinolones [ciprofloxacin (4/20) 

20% and flumequine (4/20) 20%], aminoglycosides 

[gentamicin (3/20) 15% and streptomycin (2/20) 

10%], and β-lactams [penicillin (2/20) 10%, and 

ampicillin (0/20) 0%] presented weak efficiency 

against isolated E. coli strains.  

 

 

Fig. 2. Prevalence of various E. coli Serotypes in 

chicken meat samples. 

 

Serological identification of E. coli isolates  

Serological testing identified 20 E. coli isolates in 

chicken meat samples (Fig. 2). The presence of 

various E. coli isolates was noted as STEC [O157: 

H7,10/20 (50%)], ETEC [O142, 6/20 (30%)], EHEC 

[O26: H11, 2/20 (10%)], and EPEC [O55: H7, 2/20 

(10%)]. 

 

 

Fig. 3. Screening of SLT (B) subunit. Strain 1 has low 

amplified gene density. Lane (L) represents a DNA 

ladder of 100 - 3000 bp. 

  

 

Fig. 4. (A) Heat-labile toxin (LT) gene (B) plasmid. 

The molecular size of the target gene was about ~ 200 

bp in both strains (1 & 2) 

 

 

Fig. 5. Gentamycin-resistance gene (aac C2) of ~ 856 

bp. A minor band appeared at 300 bp in both strains (1 

& 2). 
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Fig. 6. Ciprofloxacin-resistance gene of 1 kb. (A) 

genomic amplification of strain (1), and (B) plasmid 

amplification 

 

Fig. 3 reveals the screening of Shiga-like toxin (SLT). 

Subunit B of the SLT gene presented a uniform 

genomic DNA band of 300 bp. Results demonstrated 

minimal amplification of strain 1 as compared to 

strain 2. Both strains (1 and 2) contained fragments of 

approximately 200 bp.  Heat-labile toxin (LT) gene 

was found in plasmid (Fig. 4). A gentamicin 

resistance gene (aac C2) segment of 856 bp was found 

in both strains whereas a minor band was detected at 

300 bp (Fig. 5). Fig. 6 depicts a low prevalence of the 

Ciprofloxacin resistance gene in plasmid and genomic 

preparations. A sharp band of 1 kb was detected in 

strain 1 that was absent in strain 2. Contrarily, the 

target resistance gene was absent in the plasmid 

preparations of both strains.  

 

Discussion 

The findings of this study are in accordance with 

Partridge et al. (2018) and Wu et al., (2018) who 

reported E. coli prevalence in 35.5% and 35.0% of 

tested chicken samples, respectively. The Indian 

chicken analysis revealed a 31% E. coli occurrence 

whereas E. coli presence in 20% of chicken samples 

has been reported in the US (Ngullie et al., 2011; Sato 

et al., 2010). Shaltout et al. (2020) reported E. coli 

isolation from 13.33% of Egyptian chicken meat 

samples whereas E. coli was noted in 11.1 % of 

Nigerian chickens (Tomova, et al., 2018). Liu et al. 

(2016) have demonstrated the presence of E. coli in 

10.60% of Croatian chicken samples whereas Jakabi, 

et al. (2002) observed a 9% occurrence of E. coli in 

chicken meat. Multiple studies have investigated 

Saudi Arabian chicken meat and revealed an E. coli 

prevalence of 5.92% (Deng et al., 2016; Schulz et al., 

2015). The lowest E. coli occurrence (1.56%) has been 

reported in Moroccan chicken (Collins, 2000).  

 

These reports indicate inadequate hygienic practices 

during slaughtering, handling, and transportation. 

The unhygienic meat processing could lead to E. coli 

presence in processed chicken meat indicating post-

processing contamination (Collin, 2000). E. coli 

inhabits the gastrointestinal tracts of humans and 

animals. E. coli presence in prepared foods is 

associated with fecal contamination, which could also 

accompany other harmful microorganisms 

(Salmonella, Campylobacter, and Shigella) (Younis 

et al., 2017).  

 

Antibacterial drugs prevent bacterial infections and 

serve as chicken growth promoters. The selection of a 

proper antibacterial agent is crucial for better output. 

The testing of antibacterial susceptibility against E. 

coli strains (n = 20) isolated from chicken meat 

samples revealed varying efficacy of different 

antibiotics such as sulfonamides [trimethoprim 

(20/20) 100%, sulfamethoxazole  (16/20) 80%], 

cephalosporins [Cefepime (14/20) 70%, Cefotaxime 

(13/20) 65%], tetracyclines [Tetracycline (10/20) 

50%, Doxycycline (8/20) 40%], Quinolones 

[ciprofloxacin (4/20) 20%, flumequine (4/20) 20%], 

aminoglycosides [gentamicin (3/20) 15%, 

streptomycin (2/20) 10%], and β-lactam [Penicillin 

(2/20) 10%, ampicillin (0/20)0%]. These results are 

in line with the recommendations of the CDC (2019). 

Younis et al. (2017) have also reported almost 

complete E. coli resistance against penicillin, 

cefepime (95.8%), and amoxicillin (94.5%). Ammar et 

al. (2015) have associated E. coli antibiotic resistance 

with plasmid genes. Other studies have also 

demonstrated E. coli resistance (90%) against 

trimethoprim, ampicillin, cephalexin, gentamicin, 

tetracycline, sulfamethoxazole, and streptomycin 

(Bie, et al., 2018; Adeyanju et al., 2014).  

A 

B 
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Multidrug resistance of E. coli against sulfonamides, 

aminoglycosides, β-lactams, and tetracyclines is a 

well-known phenomenon (Ramadan et al., 2016). 

Different studies have reported the prevalence of β-

lactam resistant E. coli (Mohamed et al., 2015; Eid 

and Erfan 2013). Li et al. (2020) have reported high 

resistance of E. coli towards tetracycline, sulfadiazine, 

chloramphenicol, gentamicin, ceftriaxone, 

amoxicillin, sulfadiazine, and ampicillin. Zhang et al. 

(2012) have revealed that 60% of chicken meat-

isolated E. coli were resistant to fluoroquinolones. 

Tang et al. (2011) have also reported considerable E. 

coli resistance to ciprofloxacin (35.0%), norfloxacin 

(36.8%), and enrofloxacin (34.1% ).  

 

Serological test of isolated  E. coli strains (20) 

revealed the presence of STEC [O157: H7 (10/20) 

50%], ETEC [O142 (6/20) 30%], EHEC [O26: H11 

(2/20) 10%], and EPEC [O55: H7 (2/20) 10%]. The 

subunit B of the SLT gene presented a uniform DNA 

segment with a molecular size of 300 bp.  

 

The results depicted a lower amplification of strain (1) 

than Heat Labile toxin (LT). Fragments of 

approximately 200 bp were noted in both strains (1 

and 2). The gentamicin resistance gene (aac C2) 

fragment was documented with a molecular size of 

856 bp whereas a small band appeared at 300 bp. 

Ciprofloxacin-associated resistance genes were also 

screened in plasmid and genomic preparations of 

both strains (1 and 2). A band of 1 kb was only 

detected in strain (1). Contrarily, the target gene was 

not detected in the plasmid of tested strains. These 

results are in line with the findings of Momtaz and 

Jamshidi (2013), who have reported various O 

serotypes (O2, O35, O1, O8, O109, O18, O88, O15, 

O115, and O78). Ying et al., (2020) isolated an eaeA 

gene from enteropathogenic E. coli, which resembled 

the eae genes of EHEC, O157: H7, and O55: H7. 

Kakoullis et al. (2019) detected a SLT gene producing 

false negative results whereas HECO157 contained 

60MDa plasmid. Lagerqvist et al. (2020) have 

reported the eaeA and SLT (I, II) genes, which 

indicate the occurrence of EHEC O157 strain whereas 

Yang et al. (2020) have documented the Stx gene in 

EHEC strains. The virulence genes include extra-

intestinal infectious genes such as traT, afaD8, Eisen, 

Cdt2, bmaE, cdt3, iutA, and iucD. The presence of the 

etpD gene in the ETEC strain has been reported 

(Villegas et al., 2013). RIMD 0509952 and EDL933 

are known to cause intestinal hemorrhage whereas 

the fmH gene is considered a non-virulent gene in 

various E. coli strains (Momtaz and Jamshidi, 2013). 

 

Conclusion 

The study demonstrates E. coli pathogenicity-related 

genes in chicken meat samples, which included 

antigenic genes and different somatic capsules. STEC 

management is crucial as it could be hazardous to 

chicken meat consumers.  

 

Recommendation(s) 

The common presence of E. coli in daily meals could 

be harmful to food biosafety and public health. 

Therefore, enhanced hygiene measures should be 

adopted during the slaughtering, handling, and 

processing of chicken carcasses. Furthermore, 

unnecessary antibiotic administrations should also be 

avoided in humans and chickens to counter the 

emergence of new antibacterial resistance. 

 

Acknowledgements  

The study was granted by the University of Jeddah, 

Jeddah, Saudi Arabia, the fund No. (UJ-20-145-DR). 

The authors thank and acknowledge the University of 

Jeddah for the financial support.  

 

References 

Abo-Amer AE, Shobrak AD, Altalhi MY.  2018. 

Isolation and antimicrobial resistance of Escherichia 

coli  isolated from farm chickens in Taif, Saudi 

Arabia. J. Glob. Antimicrob. Resist.15, 65-68. 

 

Adeyanju GT, Ishola AO. 2014. Salmonella and 

Escherichia coli  contamination of poultry  meat from 

a processing plant and retail markets in Ibadan, Oyo 

State, Nigeria. Springerplus 3, 139.  

 

Ahmed AM, Shimamoto TM, Shimamoto AT. 

2013. Molecular characterization of multidrug-resistant 

avian pathogenic Escherichia coli  isolated from 

septicemic broilers. Int J Med Microbiol. 303,  475–83. 



 

72 Elsharawy and Al-Zahrani 
 

Int. J. Biosci. 2024 

Ahmed AM, Shimamoto AS. 2015. Molecular 

analysis of multidrug resistance in Shiga toxin-

producing Escherichia coli  O157:H7 isolated from 

meat and dairy products. Int J Food Microbiol. 193, 

68–73. 

 

Capita RA, Alonso-Calleja MA, Prieto CM. 

2007. Prevalence of Salmonella enterica serovars and 

genovars from chicken carcasses in slaughterhouses 

in Spain. J Appl Microbiol. 103, 1366–75. 

 

Cunrath OA, Meinel PM, Maturana JA, Fanous 

JA, Buyck PM, Saint AM, Auguste BA, Helena 

SA, Smith JA, Körner CA, Dehio VA, Trebosc 

CA, Kemmer RN, Neher RA, Egli AA, Bumann 

CM. 2019. Quantitative contribution of efflux to 

multi-drug resistance of clinical Escherichia coli  and 

Pseudomonas aeruginosa strains. BioMedicine. 41, 

479-487. 

 

Gao JA, Hu LM, Zhang XA. 2015. Application of 

swine manure on agricultural fields contributes to 

extended- spectrum ßlactamase producing 

Escherichia coli  spread in Tai’an, China. Frontiers in 

Microbiology 6, 313-318. 

 

Habib AA, Afroz MA, Rahman DA, Begum MN, 

Kamruzzman AA, Haque FA. 2021.  Molecular 

characterization and antimicrobial resistance of 

Escherichia coli  isolated from retail chicken meat. 

South Asian J. Bio. Res.  4 (2), 38-47. 

 

Hansen KH, Bortolaia CA, Nielsen JB, Nielsen 

KA, Schonning YA, Agerso VA. 2016. Host-

specifc patterns of genetic diversity among IncI1-

Igamma and IncK plasmids encoding CMY-2 B-

lactamase in Escherichia coli  isolates from humans, 

poultry meat, poultry, and dogs in Denmark. Appl. 

Environ. Microbiol. 82, 4705–14. 

 

Hernandez TA, Sierra CA, Rodriguez-Alvarez 

AM, Torres MP, Arevalo MA, Calvo AM. 2005. 

Salmonella enterica serotypes isolated from imported 

frozen chicken meat in the Canary Islands. J. Food 

Prot. 68, 2702–6. 

 

Johnson TJ, Wannemuehler CA, Doetkott SJ, 

Johnson SC, Rosenberger LK, Nolan YA. 2008. 

Identification of Minimal Predictors of Avian 

Pathogenic Escherichia coli  Virulence for Use as a 

Rapid Diagnostic Tool. J. clin. micro. 46, 3987–3996. 

 

Kagambègaab AA, Martikainena TA, 

Lienemanna AM, Siitonena AN, Traoréb NA, 

Barrob KA, Haukkaa QA. 2012. 

Diarrheagenic Escherichia coli  detected by 16-plex 

PCR in raw meat and beef intestines sold at local 

markets in Ouagadougou, Burkina Faso. Inter. J. 

Food Micro. 153(1), 154-158. 

 

Kim DA, Kim SA, Bae HM, Jung YM, Lee KA, 

Seo YN, Lee QA. 2022. Comparison of 

antimicrobial resistance and molecular 

characterization of Escherichia coli  isolates from 

layer breeder farms in Korea. Poultry Science. 

101(1), 1-7. 

 

Kim YB, Seo JB, Shim SA, Son EB, Noh YJ, 

Lee KW. 2019. Molecular characterization of 

antimicrobial-resistant Enterococcus faecalis and 

Enterococcus faecium isolated from layer parent 

stock. Poult. Sci.  98, 5892-5899. 

 

Kitchel JK, Rasheed BA, Patel JB. 009. 

Molecular epidemiology of KPC-producing 

Klebsiella pneumoniae isolates in the United 

States: clonal expansion of multilocus sequence 

type 258, Antimicro. Agents and Chemotherapy 

53(8), 3365–3370. 

 

Laarem MA, Barguigua KA, Nayme AM, Akila 

KA, Zerouali NW, El Mdaghri AB. 2017. 

Occurrence of plasmid-mediated quinolone resistance 

and virulence genes in avian Escherichia coli  isolates 

from Algeria. J. Infect. Dev. Ctries. 11, 143–51. 

 

Lee GY, Jang IG, Hwang MS, Rhee HI. 2009. 

Prevalence and classification of pathogenic 

Escherichia coli  isolated from fresh beef, poultry, and 

pork in Korea. Int. J. Food Microbiol. 134, 196–200. 

 



 

73 Elsharawy and Al-Zahrani 
 

Int. J. Biosci. 2024 

Medina AM, Horcajo SA, Jurado RW, De la 

Fuente JA, Ruiz-Santa-Quiteria GA, 

Dominguez-Bernal BS. 2011. Phenotypic and 

genotypic characterization of antimicrobial resistance 

in enterohemorrhagic Escherichia coli  and atypical 

enteropathogenic E. coli strains from ruminants. J. 

Vet. Diagn. Investig. 23, 91–5. 

 

Moawad HA, Hotzel AW, Omnia AS. 2017.  

Occurrence of Salmonella enterica and Escherichia 

coli  in raw chicken and beef meat in northern Egypt 

and dissemination of their antibiotic resistance 

markers. Gut Pathogens 9 (1), 57-66. 

 

Momtaz HA, Dehkordi MJ, Hosseini MA, 

Sarshar MS, Heidari FS. 2013. Serogroups, 

virulence genes and antibiotic resistance in Shiga 

toxin-producing Escherichia coli  isolated from 

diarrheic and non-diarrheic pediatric patients in Iran. 

Gut Pathog. 5, 1757–4749.  

 

Navajas-Benito CA, Alonso VA, Sanz SA. 2017. 

A. Molecular characterization of antibiotic resistance 

in Escherichia coli  strains from a dairy cattle farm 

and its surroundings. J. Sci. Food and Agri. 97 (1), 

362–365.  

 

Rasmussen MM, Opintan NA, Frimodt-Moller 

BA, Styrishave JA. 2015. Betalactamase producing 

Escherichia coli  isolates in imported and locally 

produced chicken meat from Ghana. PLoS ON 10, 

e0139706 

 

Shobrak MY, Abo-Amer AE. 2014. Role of wild 

birds as carriers of multi-drug resistant Escherichia 

coli  and Escherichia vulneris. Braz. J. 

Microbiol.  45(4), 1199–1209. 

Valat CA, Forest MA, Billet KS. 2016. Absence of 

co-localization between pathovar-associated virulence 

factors and extended-spectrum β-lactamase (blaCTX-M) 

genes on a single plasmid. Vet. Micro. 192, 163–166. 

 

Vuthy YA, Lay HS, Seiha AA, Kerleguer AS, 

Aidara-Kane KS. 2017. Antibiotic susceptibility and 

molecular characterization of resistance genes among 

Escherichia coli  and among Salmonella subsp. in 

chicken food chains. Asian Pac. J. Trop. Biomed. 7(7), 

670–674.  

 

Wang SA, Meng JM, Dai XA, Han YS, Han CW, 

Ding QA. 2014. Development of an allele-specifc 

PCR assay for simultaneous sero-typing of avian 

pathogenic Escherichia coli  predominant O1, O2, 

O18 and O78 strains. PLoS ONE 9, e96904. 

 

White CJ, McIver PA, Deng WA, Rawlinson 

YM. 2000. Characterisation of two new gene 

cassettes, aadA5 and dfrA17. FEMS Micro. Letters 

182(2), 265–269. 

 

Wright GD. 2010. Antibiotic resistance in the 

environment: a link to the clinic? Curr. Opi.  Micro., 

13(5), 589–594. 

 

Yoon SA, Kim KW, Seo JS, Ha EB, Noh YJ, Lee 

YB. 2020. Characteristics of linezolid-

resistant Enterococcus faecalis isolates from broiler 

breeder farms. Poult. Sci. 99, 6055-6061. 

 

Zhao SA, Blickenstaf SS, Bodeis-Jones PF, 

Gaines SA, Tong AE, McDermott QW. 2002. 

Comparison of the prevalence and antimicrobial 

resistances of Escherichia coli  isolates from different 

retail meats in the United States, 2002 to 2008. Appl. 

Environ. Microbiol. 78, 1701–7. 

 

 


